(A) RCH-ACV and 697 cells were transduced with E2A-PBX (shPBX1-1 and shPBX1-2) or control (Luciferase, shLuc) shRNAs. mCherry positive transduced cells were sorted and relative E2A-PBX1 transcript levels were quantified by qRT-PCR 3 days after transduction. (B) Representative western blot shows the levels of indicated proteins after shRNA treatment. (C and D) Graphs show results of cell proliferation and colony-forming assays after shRNAmediated knockdown of E2A-PBX1. Cell numbers (C) were enumerated after culture for 7 days. Colony numbers (D) were determined after 14 days. Data indicate mean ± SEM (n=3). *, p<0.05; **, p<0.01; ***, p <0.001. (Geng et al., 2015) . (E) Luciferase reporter assay shows activation of SETDB2 promoter in response to E2A-PBX1. 
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